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Abstract 

The Healthcare Analytics(HcA) is a process in which clinical data is analyzed and patient’s treatment is performed. The 
treatment depends on the analysis of clinical data accumulated from Electronic Health Records (EHRs), pharmaceutical and 
research and development cost and claims of patient. Lung cancer is the most common among cancer disease and the foremost 
reason for deaths in both men and women. In this research work EHRs are analyzed and the survivability rate is predicted for 
lung cancer. Researchers apply Machine Learning Techniques (MLT)for predicting the survivability rate so that chemotherapy 
can be provided for cancer affected people. MLTare well accepted by doctors and work well in diagnosing and predicting cancer. 
An ensemble of Support Vector Machine (SVM), Naive Bayes (NBs)and classification trees (C4.5) can be used to evaluate 
patterns that are risk factors for lung cancer study. The North Central Cancer Treatment Group (NCCTG) lung cancer data set 
along with new patient data is used for evaluating the performance of support SVM, NBs and C4.5. The comparison isbased on 
accuracy, Area Under the Curve(AUC) , Receiver Operating Characteristic (ROC) and the resultshows that C4.5 performs better 
in predicting lung cancer with the increase in training data set. 
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1.  Introduction   

HcA uses healthcare data based on certain conditions that define how clinical care can be improved by regulating 
unnecessary delay for treatment [1]. The fast escalating field of Big Data Analytics(BDA)is the vital part of 
healthcare domain which provides tools to accomplish, examine, and adapt huge sizes of dissimilar, structured, and 
unstructured data. BDA is effectively used by several healthcare organizations and is appropriate in healthcare 
analytics. 

Early stage of lung cancer can be predicted for further treatment and data is available throughout the world. 
Majority of this data is not organized and researchers are not able to understand to provide predictive solutions. 
Some nations have made the data available in an organized manner to apply MLT and as prediction varies finding 
out the best machine learning algorithm is a research challenge. The most important features involved in the 
incidence of lung cancer needs to be extracted using knowledge discovery and data mining algorithms. 

Applying MLT to lung cancer data helps to rank the attributes for accurate survival prediction which will be 
beneficial for the doctors and patients. This helps in decision making that determines the best path of treatment for a 
lung cancer affected patient. The paper is organized as follows: Section 2 summarizes the recent research related 
work based on the MLT for the lung cancer patients using different classification techniques, followed by Section 3 
that includes the methodology which defines the system architecture, dataset, comparison of ML Algorithms with 
results and implementation. Performance evaluation includes experiments and results which is presented in Section 
4 andSection 5presents the conclusion and future work. 

 

2. Related Work  

Lung cancer starts in the tissues of the lungs which is the main source of tumor in both men and women. Like 
different diseases, lung cancer happens after rehashed affront to the hereditary material of the cell. By far the most 
widely recognized source of lung cancer is tobacco and is the cause of around 85% deaths [2]. Lung cancer is an 
uninhibited advancement of eccentric cells that affects in solitary lung or both the lungs in the line air division 
area[3]. 

Recent study shows that cancer survival rateis 18% and it has been found that the survival rate is 5 – 6years. 
Diabetes patients suffering from lung cancer disease will have the variation in survivability rate. Observations reveal 
that high insulin increase will result in higher chances of lung cancer [4]. Studies also reveal that Diabetes Mellitus 
will impact on the survival of lung cancer patients [5]. Researchers find that person who smokes have nicotine effect 
on insulin action and secretion in Type 2 Diabetes (T2D) [6].Stopping smoke is the most vital objective for diabetes 
control and avoidance of diabetic problems[7].Summarized clinical and preclinical studies indicate cigarette 
smoking with nicotine risk, will impact body composition, insulin sensitivity and pancreatic β cell function [8]. 

MLT in biomedical research with numerous applications has been a new era by seeking n-dimensional set of 
examples that utilizes diverse systems and calculations [9]. There are two primary MLT, supervised learning and 
unsupervised learning. Supervised learning uses a categorized set of training data that includes both the input 
andthe desired results. Unsupervised learning model will not be provided with the results during the training and 
can be clustered with classes on the basis of statistical property. Most doctors use EHRs that can be utilized for 
clinical or investigate purpose. Applying MLT, EHRs can be utilized that helps patients in managing individualized 
patient care and also hospital performance can be monitored[10-11]. 

SVM are newer advances of MLT applied in the field of cancer prediction. SVM maps the input vector into a 
feature area to upper spatiality and determine the hyper plane that separates the data points into categories. The 
marginal distance between the decision hyper plane and also the instances that are nearest to boundary is 
maximized. SVM classifier achieves extended generalizability and may be used for reliable classification of 
samples. SVM is used for classification Vapnik [12] and for binary classification an optimum hyper plane is 
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